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Library and Bioinformatics Program?



Library and Bioinformatics Program?



Evolving Library

An information commons
A place for discovery,

research assistance and learning
A place for quiet study, contemplation and rejuvenation



Evolving Library

Writing Center
Green Terrace
Wireless access
Reading Room
Librarians (informationists)

working on undiagnosed diseases
going on rounds with doctors



Bioinformatics Support Program

started last year



Surveyed bioinformatics support

programs at other academic medical   

libraries such as MIT, Harvard, University of

Pittsburgh, and the Washington University 

NIHL Bioinformatics Support Program



Includes one or more of the following:         

Instruction

Licensing

Computing software

Collection

Resource development such as online tutorials 

Setting up collaboration among researchers

How Do Other Libraries Provide 

Bioinformatics Support?



Bioinformatics

proteomics

genomics

pathways

structure

next gen

What does the NIH 
community need?



Identified the needs of the NIH research community 

through

- Interviews with the bioinformatics specialists at     

several of the NIH Institutes 

-Direct interactions with researchers 

during training and consultation sessions

NIHL Bioinformatics Support Program



NIHL Bioinformatics Support Program

Classroom training

One-on-one tutorials and consultation

Licensing of resources

Books, journals and databases

Online tutorials



Training Classes at NIHL

Seven classes, three hours each 

Hands -on classes in the NIHL training room

Practical applications

Effective usage of bioinformatics tools

Problem -based, paired problem approach

Web page

Handout







Making Sense of DNA and Protein Sequences

Gene Resources: From Transcription Factor 

Binding Sites to Function 

Sequence Similarity Search: BLAST

Protein Structural Analysis: Binding Sites to 

Distant Homologs

Genome Browsers

Identification of Disease Genes

Correlation of Disease Genes to Phenotypes 

Classes developed at NIHL



Correlation of Disease Genes to 
Phenotypes  

Cys282



First class on September 16

Sequence Analysis: Making Sense of DNA and 

Protein Sequences

Training Classes at NIHL



Lecture in Lipsett Amphitheater

On September 17



Great demand

Attended by over 500 participants

Great feedback

Provide a great service to the staff of the intramural 

program.

Best informational class I have attended in my 25 years at 

the Clinical Center.

The course is very comprehensive and very informative.

I would definitely recommend to my colleague.

The course materials are also useful/excellent.

Would love to see these happening regularly.

Training Classes at NIHL



Ingenuity Pathway Analysis

GeneGo 

Mouse Genome Informatics

Classes taught by the outside speakers



In collaboration with the National Library of Medicine

Offer classes remotely

UNC Chapel Hill Health Sciences Library

Center for Biomedical Informatics, 

Charles Drew University of Medicine and Science

Same format

Can access studentsô computers

Training Classes Offered Remotely



Making Sense of Protein Sequences 

at the MLA meeting

Genetic Resources: From Chromosomal Location to 3 -D 

Structure 

at the SLA meeting

Continuing Education Classes



Classroom Training 

One-on-one consultation

Licensing of resources

Books, journals and databases

Online tutorials

NIHL Bioinformatics Support Program



Wide range of questions

from identifying a correct resource and 

how to use it 

to collaboration on a research project

One-on-one consultations

Download upstream gene sequence 
and identify transcription factor binding 
sites
Gene set enrichment analysis from 
microarray experiments



Classroom Training 

One-on-one consultation

Licensing of resources

Books, journals and databases

Online tutorials

NIHL Bioinformatics Support Program



Licensed Resources for NIH Staff

Ingenuity Pathway Analysis
MetaCore from GeneGo
Protein Lounge
GeneIndexer from Computable Genomix
Open Helix on - line tutorial suite

Free on - line tutorials
Books, journals and databases



Classroom Training 

One-on-one consultation

Licensing of resources

Books, journals and databases

Online tutorials

NIHL Bioinformatics Support Program



Opening New Doors to Information




